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Changes in the expression of mexB, mexY, and oprD in -clinical Pseudomonas
aeruginosa isolates
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turnover

Commun Biol 6, Article number 755 (2023) DOI:10.1038/s42003-023-05110-8

*Kosugi T, lida T, Tanabe M, Lino R, *Koga N

Design of allosteric sites into rotary motor V1-ATPase by restoring lost function of pseudo-
active sites
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Otomo A, Iida T, Okuni Y, Ueno H, Murata T, *lino R

Direct Observation of Stepping Rotation of V-ATPase Reveals Rigid Component in
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Proc Natl Acad Sci USA 119, 2210204119 (2022) DOI: 10.1073/pnas.2210204119

*Nakamura A, Kobayashi N, Koga N, *lino R

Positive charge introduction on the surface of thermostabilized PET hydrolase facilitates
PET binding and degradation
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Ando J, Kawagoe H, Nakamura A, lino R, *Fujita K

Label-free monitoring of crystalline chitin hydrolysis by chitinase based on Raman
spectroscopy
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Combined approach to engineer a highly active mutant of processive chitinase hydrolyzing
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Domain architecture divergence leads to functional divergence in binding and catalytic
domains of bacterial and fungal cellobiohydrolases

J Biol Chem 295, 14606-14617 (2020) DOI: 10.1074/jbc.RA120.014792
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Single cell array enclosed with a photodegradable hydrogel in microwells for image-based
cell classification and selective photorelease of cells
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Chemical-state-dependent free energy profile from single-molecule trajectories of
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tracking

Sci Rep 10, Article number: 1080 (2020) DOI: 10.1038/s41598-020-58070-y

Visootsat A, Nakamura A, Vignon P, Watanabe H, Uchihashi T, *lino R
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High-speed near-field fluorescence microscopy combined with high-speed atomic force
microscopy for biological studies
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nanoparticles
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lida T, Minagawa Y, Ueno H, Kawai F, Murata T, *lino R

Single-molecule analysis reveals rotational substeps and chemo-mechanical coupling
scheme of Enterococcus hirae Vi-ATPase
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Accurate high-throughput screening based on digital protein synthesis in a massively
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Single-nanoparticle tracking with angstrom localization precision and microsecond time
resolution
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Fujimoto K, Morita Y, line R, Tomishige M, Shintaku H, Kotera H, *Yokokawa R
Simultaneous observation of kinesin-driven microtubule motility and binding of adenosine
triphosphate using linear zero-mode waveguides
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Off-axis rotor in Enterococcus hirae V-ATPase visualized by Zernike phase plate single-
particle cryo-electron microscopy

Sci Rep 8: 15632 (2018) DOI: 10.1038/s41598-018-33977-9

*Nakamura A, Okazaki K, Furuta T, Sakurai M, *lino R

Processive chitinase is Brownian monorail operated by fast catalysis after peeling rail from
crystalline chitin
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Plasmid-based one-pot saturation mutagenesis and robot-based automated screening for
protein engineering

ACS Omega 3: 7715-7726 (2018) DOI: 10.1021/acsomega.8b00663



https://www.nature.com/articles/s41598-018-33977-9

23.

24.

25.

26.

27.

28.

29.

30.

31.

32.

33.

34.

R AEESE - EEY X b
2024 3 B 12 ARE
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Dynamic structural states of ClpB involved in its disaggregation function
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#Baba M, #Iwamoto K, lino R, Ueno H, Hara M, Nakanishia A, Kishikawa J, *Noji H,
*Yokoyama K (#Equal contribution)

Rotation of artificial rotor axles in rotary molecular motors

PNAS 2016 113: 11214-11219. DOI: 10.1073/pnas.1605640113

Nakamura A, Tasaki T, Ishiwata D, Yamamoto M, Okuni Y, Visootsat A, Maximilien M, Noji
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Single-molecule imaging analysis of binding, processive movement, and dissociation of
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Direct observation of intermediate states during the stepping motion of kinesin-1
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Enoki S, Iino R, Niitani Y, Minagawa Y, Tomishige M, *Noji H

High-speed angle-resolved imaging of single gold nanorod with microsecond temporal
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Key chemical factors of arginine finger catalysis of F1-ATPase clarified by an unnatural
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Torque generation of Enterococcus hirae V-ATPase

J. Biol. Chem. 2014 289: 31212-31223. doi: 10.1074/jbc.M114.598177
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Motion capture and manipulation of single synthetic molecular rotors by optical
microscopy

Angew. Chem. Int. Ed. 2014 53: 10082—-10085. DOI: 10.1002/anie.201403091
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Real-time fluorescence visualization of slow tautomerization of single free-base
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phthalocyanines under ambient conditions
Chem. Commun. 2014 50: 9443-9446. DOI: 10.1039/C4CC02574A
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Single-molecule imaging analysis of elementary reaction steps of Trichoderma reesei
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Basic properties of rotary dynamics of the molecular motor Enterococcus hirae V1-ATPase
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High-speed atomic force microscope combined with single-molecule fluorescence
microscope
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Label-free single-particle imaging of the influenza virus by objective-type total internal
reflection dark-field microscopy
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Kim SH, Iwai S, Araki S, Sakakihara S, lino R, *Noji H
Large-scale femtoliter droplet array for digital counting of single biomolecules
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Molecular mechanism of ATP hydrolysis in F1-ATPase revealed by molecular simulations
and single molecule observations.
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Principle role of the arginine finger in rotary catalysis of F1-ATPase
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47.

48.

49.

50.

51.

52.

53.

54.

55.

56.

57.

58.

59.

R AEESE - EEY X b
2024 3 B 12 ARE

fluorescent bead counting
Jpn. J. Appl. Phys. 2012. 51. 02BL01. DOI: 10.1143/JJAP.51.02BL01

#Watanabe R, #Okuno D, Sakakihara S, Shimabukuro K, lino R, Yoshida M, *Noji H (#Equal
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Mechanical modulation of catalytic power on F1-ATPase

Nat. Chem. Biol. 2012. §: 86-92. doi: 10.1038/nchembio.715
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High-speed atomic force microscopy reveals rotary catalysis of rotorless F1-ATPase
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*Matsumoto Y, Hayama K, Sakakihara S, Nishino K, Noji H, *Lline R, Yamaguchi A.
Evaluation of multidrug efflux pump inhibitors by a new method using microfluidic
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PLOS ONE 2011. 6:¢e18547.

Okuno D, lino R, and *Noji H.
Stiffness of y subunit of F1-ATPase
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Phosphate-release in F1-ATPase catalytic cycle follows ADP release.
Nat. Chem. Biol. 2010. 6: 814—820. doi:10.1038/nchembio.443

*Hayashi K, Ueno H, Lino R, and *Noji H.
Fluctuation theorem applied to F1-ATPase
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manipulation
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transfer-based genetically encoded indicators

Proc. Natl. Acad. Sci. U.S.A. 2009. 106: 15651-15656.
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ATP synthase
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structure and single-molecule rotation
Proc. Natl. Acad. Sci. U.S.A. 2008. 105: 20722-20727.
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Temperature-sensitive reaction intermediate of F1-ATPase
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